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<308> GenBank / AF254868 
<309> 2000-12-23 



<400> 1 
ggctgaggga 


gtggaggggg 


acctcagagg 


agcaggacca 


gggagactcc 


caggacggta 


60 


ggggtcccac 


ggctgggtgg 


tcctaagcca 


ctgggtggat 


gaaaggccga 


gggatgttgg 


120 


tcctgcttct 


gcatgcggtg 


gtcctcggcc 


tgcccagcgc 


ctgggccgtg 


ggggcctgcg 


180 


cccgcgcttg 


tcccgccgcc 


tgcgcctgca 


gcaccgtgga 


gcgcggctgc 


tcggtgcgct 


240 


gcgaccgcgc 


gggcctcctg 


cgggtgccgg 


ccgagctccc 


gtgcgaggcg 


gtctccatcg 


300 


acctggaccg 


gaacggcctg 


cgcttcctgg 


gcgagcgagc 


cttcggcacg 


ctgccgtcct 


360 


tgcgccgcct 


gtcgctgcgc 


cacaacaacc 


tgtccttcat 


cacgcccggc 


gccttcaagg 


420 


gcctgccgcg 


cctggctgag 


ctgcgcctgg 


cgcacaacgg 


cgacctgcgc 


tacctgcacg 


480 


cgcgcacctt 


cgcggcgctc 


agccgcctgc 


gccgcctaga 


cctagcagcc 


tgccgcctct 


540 


tcagcgtgcc 


cgagcgcctc 


ctggccgaac 


tgccggccct 


gcgcgaactc 


gccgccttcg 


600 


acaacctgtt 


ccgccgcgtg 


ccgggcgcgc 


tgcgcggcct 


ggccaacctg 


acgcacgcgc 


660 


acctggagcg 


cggccgcatc 


gaggcggtgg 


cctccagctc 


gctgcagggc 


ctgcgccgcc 


720 


tgcgctcgct 


cagcctgcag 


gccaaccgcg 


tccgtgccgt 


gcacgctggc 


gccttcgggg 


780 


actgtggcgt 


cctggagcat 


ctgctgctca 


acgacaacct 


gctggccgag 


ctcccggccg 


840 


acgccttccg 


cggcctgcgg 


cgcctgcgca 


cgctcaacct 


gggtggcaac 


gcgctggacc 


900 


gcgtggcgcg 


cgcctggttc 


gctgacctgg 


ccgagctcga 


gctgctctac 


ctggaccgca 


960 


acagcatcgc 


cttcgtggag 


gagggcgcct 


tccagaacct 


ctcgggtctc 


ctcgcgctgc 


1020 


acctcaacgg 


caaccgcctc 


accgtgctcg 


cctgggtcgc 


cttccagccc 


ggcttcttcc 


1080 


tgggccgcct 


cttcctcttc 


cgcaacccgt 


ggtgctgcga 


ctgccgtctg 


gagtggctga 


1140 


gggactggat 


ggagggctcc 


ggacgtgtca 


ccgacgtgcc 


gtgcgcctcc 


ccgggctccg 


1200 


tggccggcct 


ggacctcagc 


caggtgacct 


tcgggcgctc 


ctccgatggc 


ctctgtgtgg 


1260 


accccgagga 


gctgaacctc 


accacgtcca 


gtccaggccc 


gtccccagaa 


ccagcggcca 


1320 


ccaccgtgag 


caggttcagc 


agcctcctct 


ccaagctgct 


ggccccgagg 


gtcccggtgg 


1380 


aggaggcggc 


caacaccact 


ggggggctgg 


ccaacgcctc 


cctgtccgac 


agcctctcct 


1440 


cccgtggggt 


gggaggcgcg 


ggccggcagc 


cctggtttct 


cctcgcctct 


tgtctcctgc 


1500 


ccagcgtggc 


ccagcacgtg 


gtgtttggcc 


tgcagatgga 


ctgacctggc 


cagagggggg 


1560 


aaagtttgct 


taactgggct 


tgagtgtgtt 


tgtggtaagg 


ggagaggagc 


cggaatggag 


1620 


ggcagaggtg 


aaaatcccag 


tggagggtgg 


aaggaaccgt 
Page 


ttgcctccag 
2 


agatggcccc 


1680 



SequenceLi sti ngUS . ST2 5 . txt 



agggagaaca 


cagggacgtg 


ccactcgagg 


gggaggatgg 


tatggatttc 


tgcttttgtc 


1740 


acacgggcat 


ccattggaaa agagaagcaa gaatgaacgt 


gggccctcgg 


gtgggaagac 


1800 


taggaatcgg 


aagcttctag 


ggcttcacat 


cccttcccct 


cccctcccct 


tcccctcatc 


1860 


ttccaggcaa 


cagtgcctgc 


aaggcctgaa ttagagagac 


ttccattggc taagtagtta 


1920 


agagccgtcc 


catttctcct 


ggcggggtaa 


cccattacac 


cgaagtcctt 


tgttttctac 


1980 


cacaatcctc 


ctcctcctct 


ccaggggcct 


ggaaacacta 


ggattcagga aggtaggcag 


2040 


gacgtgagag 


aagggagatg 


ggagagagat 


ttaagacaaa 


gggtggcggt 


ggttcctggg 


2100 


gtctgagatg 


tgttaggagg 


cgtttaaaac 


aaagatccag 


ttcatttact 


ccacagttat 


2160 


tcccagggct 


ggccctagcc acaaaggaac 


tttagggcag 


ggtagggaaa 


aaaggggcag 


2220 


cagggggtgt 


gtttgtggac 


aaataaattt 


gtaaagtccg 


aggattaaaa 


aaaaaaaaag 


2280 


gttaaaccgg 


tttctct 










2297 



<210> 2 

<211> 481 

<212> PRT 

<213> Mus sp. 

<400> 2 

Met Lys Gly Arg Gly Met Leu val Leu Leu Leu His Ala val val Leu 
15 10 15 

Gly Leu Pro Ser Ala Trp Ala val Gly Ala Cys Ala Arg Ala Cys Pro 
20 25 30 

Ala Ala Cys Ala Cys Ser Thr Val Glu Arg Gly Cys Ser Val Arg Cys 
35 40 45 

Asp Arg Ala Gly Leu Leu Arg Val Pro Ala Glu Leu Pro Cys Glu Ala 
50 55 60 

Val Ser lie Asp Leu Asp Arg Asn Gly Leu Arg Phe Leu Gly Glu Arg 
65 70 75 80 

Ala Phe Gly Thr Leu Pro Ser Leu Arg Arg Leu Ser Leu Arg His Asn 
85 90 95 

Asn Leu Ser Phe lie Thr Pro Gly Ala Phe Lys Gly Leu Pro Arg Leu 
100 105 110 
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Ala Glu Leu Arg Leu Ala His Asn Gly Asp Leu Arg Tyr Leu His Ala 
115 120 125 

Arg Thr Phe Ala Ala Leu Ser Arg Leu Arg Arg Leu Asp Leu Ala Ala 
130 135 140 

Cys Arg Leu Phe Ser val Pro Glu Arg Leu Leu Ala Glu Leu Pro Ala 
145 150 155 160 

Leu Arg Glu Leu Ala Ala Phe Asp Asn Leu Phe Arg Arg val Pro Gly 
165 170 175 

Ala Leu Arg Gly Leu Ala Asn Leu Thr His Ala His Leu Glu Arg Gly 
180 185 190 

Arg lie Glu Ala Val Ala Ser Ser Ser Leu Gin Gly Leu Arg Arg Leu 
195 200 205 

Arg Ser Leu Ser Leu Gin Ala Asn Arg val Arg Ala val His Ala Gly 
210 215 220 

Ala Phe Gly Asp Cys Gly val Leu Glu His Leu Leu Leu Asn Asp Asn 
225 230 235 240 

Leu Leu Ala Glu Leu Pro Ala Asp Ala Phe Arg Gly Leu Arg Arg Leu 
245 250 255 

Arg Thr Leu Asn Leu Gly Gly Asn Ala Leu Asp Arg val Ala Arg Ala 
260 265 270 

Trp Phe Ala Asp Leu Ala Glu Leu Glu Leu Leu Tyr Leu Asp Arg Asn 
275 280 285 

Ser lie Ala Phe Val Glu Glu Gly Ala Phe Gin Asn Leu Ser Gly Leu 
290 295 300 

Leu Ala Leu His Leu Asn Gly Asn Arg Leu Thr val Leu Ala Trp val 
305 310 315 320 

Ala Phe Gin Pro Gly Phe Phe Leu Gly Arg Leu Phe Leu Phe Arg Asn 
325 330 335 

Pro Trp Cys Cys Asp Cys Arg Leu Glu Trp Leu Arg Asp Trp Met Glu 
340 345 350 

Gly ser Gly Arg val Thr Asp Val Pro Cys Ala ser Pro Gly ser val 
355 360 365 
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Ala Gly Leu Asp Leu Ser Gin val Thr Phe Gly Arg Ser Ser Asp Gly 
370 375 380 



Leu Cys val Asp Pro Glu Glu Leu Asn Leu Thr Thr Ser Ser Pro Gly 
385 390 395 400 



Pro Ser Pro Glu Pro Ala Ala Thr Thr val Ser Arg Phe Ser Ser Leu 
405 410 415 



Leu Ser Lys Leu Leu Ala Pro Arg Val Pro Val Glu Glu Ala Ala Asn 
420 425 430 



Thr Thr Gly Gly Leu Ala Asn Ala Ser Leu Ser Asp Ser Leu Ser Ser 
435 440 445 



Arg Gly Val Gly Gly Ala Gly Arg Gin Pro Trp Phe Leu Leu Ala Ser 
450 455 460 



Cys Leu Leu Pro Ser val Ala Gin His Val Val Phe Gly Leu Gin Met 
465 470 475 480 



Asp 

<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (1) . . (20) 

<223> forward primer for polymorphism 506B13CA1 (DXS10042) 

<400> 3 

atcacagtgc cctgcctaaa 



<210> 4 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_f eature 

<222> (1) . - (20) 

<223> reverse primer for polymorphism 506B13CA (DXS10042) 

<400> 4 

tcccaaagtg ctgggattac 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_feature 

<222> (1) . . (21) 

<223> forward primer for polymorphism 200L4CA1 (DXS10044) 

<400> 5 

gaacagcaaa ccaaatccaa a 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> PCR primer 
<220> 

<221> mi sc_feature 

<222> (1) . . (20) 

<223> reverse primer for polymorphism 200L4CA1 (DXS10044) 

<400> 6 

ggcctatggt aatgcctcct 

<210> 7 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_feature 

<222> (1) . . (20) 

<223> forward primer for polymorphism 169I5CA2 (DXS10045) 

<400> 7 

aaacttagct gggcatgctg 

<210> 8 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PGR primer 
<220> 
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<221> mi sc_f eature 

<222> (1)..(21) 

<223> reverse primer for polymorphism 169I5CA2 (DXS10045) 

<400> 8 

gctgggacta catacagcac a 

<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_f eature 

<222> (1) . . (21) 

<223> forward primer for NYX expression 

<400> 9 

agggagtgga ggggacctca g 

<210> 10 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_f eature 

<222> (1) . . (18) 

<223> reverse primer for NYX expression 
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<400> 10 

acggcacgga cgcggttg 



18 



v 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (1) . . (20) 

<223> forward primer for W350X mutation 

<400> 11 

gatttttcct ggggtgacct 20 

<210> 12 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (1) . . (19) 

<223> reverse primer for W350X mutation 



<400> 12 

gtccaggtcg atggagacc 



19 



<210> 13 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (1). .(20) 

<223> forward primer for segregation analysis of deletion mutation 

<400> 13 

gatttttcct ggggtgacct 

<210> 14 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<220> 

<221> mi sc_f eature 

<222> (1) . . (19) 

<223> reverse primer for segregation analysis of deletion mutation 

<400> 14 

gtccaggtcg atggagacc 
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